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Core Facilities Training

IMB'’s Core Facilities staff provide our scientists with training in key scientific techniques and a
wide range of cutting-edge methodologies to ensure they can consistently perform top-quality
research. In 2023, IMB offered the following training courses:

LECTURES
CORE FACILITY DATES TITLE
GENERAL 17 Apr Molecular & biochemistry techniques
BIOINFORMATICS 05Jun Databases in bioinformatics
26 Jun Design & analysis of NGS experiments
FLOW CYTOMETRY 02 Mar Flow cytometry: Introduction |
07 Mar Flow cytometry: Introduction Il
18 Apr Advanced flow cytometry: Principles of cell sorting
03 Jul Flow cytometry
GENOMICS 19 Jun Genomics (NGS)
MICROSCOPY & HISTOLOGY 08 May Introduction to microscopy
15 May Microscopy: F-techniques & super-resolution
22 May Histology & fluorescent labelling
10 Jul Electron microscopy
PROTEIN PRODUCTION 24 Apr Protein production & crystallography

PROTEOMICS 12 Jun Proteomics




PRACTICAL COURSES

!
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CORE FACILITY DATES TITLE
BIOINFORMATICS 19 Apr Bioinformatics: Introduction to biostatistics

26 Apr Bioinformatics: Introduction to biostatistics

03 May Bioinformatics: Introduction to biostatistics

10 May Bioinformatics: Introduction to biostatistics

17 May Bioinformatics: Introduction to biostatistics

24 May Bioinformatics: Introduction to biostatistics

05 Jun Bioinformatics: Introduction to R (Part )

07 Jun Bioinformatics: Introduction to R (optional exercise session)

12 Jun Bioinformatics: Introduction to R (Part Il)

14 Jun Bioinformatics: Introduction to R (Part III)

19 Jun Bioinformatics: Plo ing with R (Part )

21Jun Bioinformatics: Plo ing with R (Part 1)

07 Nov Bioinformatics: Introduction to biostatistics

14 Nov Bioinformatics: Introduction to biostatistics

21 Nov Bioinformatics: Introduction to biostatistics

28 Nov Bioinformatics: Introduction to biostatistics

05 Dec Bioinformatics: Introduction to biostatistics

12 Dec Bioinformatics: Introduction to biostatistics

13 Nov Bioinformatics: Introduction to RNA-seq analysis (Part I)

15 Nov Bioinformatics: Introduction to RNA-seq analysis (Part I1)

27 Nov Bioinformatics: Introduction to ChIP-seq and related NGS assays (Part I)

29 Nov Bioinformatics: Introduction to ChiP-seq and related NGS assays (Part 1)

07 Dec Bioinformatics: E cient HPC usage and version control with GitLab
FLOW CYTOMETRY 08 - 09 Mar Basic flow cytometry practical course

15-16 Mar Basic flow cytometry practical course

22 -23 Mar Basic flow cytometry practical course

29 -30 Mar Basic flow cytometry practical course

19-20 Apr Advanced flow cytometry practical course: Principles of cell sorting
MICROSCOPY 26 -30Jun Image processing & analysis
PROTEOMICS 01 Mar Proteomics data analysis

18-20 Sep

Proteomics practical course
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Scientific & Transferable Skills Training

We provide our scientists with comprehensive training spanning both scientific and

non-scientific skills. This ensures they have the expertise to perform top-quality

research and succeed in their careers.

LECTURES

DATES TITLE

18 Apr - 04 Jul CRC 1361 lecture series on "DNA Repair & Genome Stability"

18 Jul - 16 Nov Advanced lectures on "Gene Regulation, Epigenetics & Genome Stability"

06 Jul Good scientific practice - protecting research integrity

31Jul Good scientific practice

31 Jul Project management in big pharma

27 Nov Risk, research and (scientific) responsibility: ethical considerations in bioscience

PRACTICAL COURSES

DATES TITLE

18 & 19 Jan Successful leadership in research and industry
07 & 08 Feb, 08 & 09 Mar Project management s

06 & 07 Mar Presentation skills

14 & 15 Mar Think before you write (Scientific writing)

16 Mar & 26 May Dealing with imposter syndrome a

20 Apr Adobe lllustrator (Beginner level)

11 & 12 May Scientific writing

15 & 16 May Presentation skills

04 Jul Adobe lllustrator (Beginner level)

04 Jul Adobe lllustrator (Intermediate level)

10 Jul Proposal writingm

03 & 04 Aug How to make your next job application a success
12 & 13 Sep Presentation skills

25& 28 Sep Data visualisation m

10 & 11 Oct Scientific writing

16 & 17 Oct Critical reasoning & logic

13-15 Nov Mastering your PhD, managing your projectm
11-13 Dec Career crafting

m Online course A Hybrid course









IMB ANNUAL REPORT 2023 - FACTS & FIGURES 91

DATE EVENT SPEAKER INSTITUTION TITLE
14Sep AdHoc Seminar Simon Institute of Science and Principles of neural stem cell lineage
Hippenmeyer Technology Austria (ISTA), AT progression
18 Sep  AdHoc Seminar Kay Hofmann Institute for Genetics, Here be clippases! Searching
University of Cologne, DE for unusual deubiquitinases in
uncharted territory
28Sep CRC 1361 Student- Noel Lowndes University of Galway, IR Novel roles for kinases and kinesins
Hosted Seminar a in the maintenance of genome
stability
18 0ct RTG 4R Seminar Benoit Palancade Institut Jacques Monod, R-loop-dependent genetic
Université Paris Cité, FR instability: ama er of time and
place
26 0Oct CRC1361Seminara  Timothy Humphrey University of Oxford, UK Chromosome breaks, chromatin
and cancer
310ct RTG GenEvo Seminar Qiaowei Pan University of Lausanne, CH Sex determination from fish to ants
09 Nov IMB Seminar a Sebastian Glatt Malopolska Centre of tRNAslational control of eukaryotic
Biotechnology, Jagiellonian gene expression
University Krakow, PL
09 Nov RTG GenEvo Seminar Romain Libbrecht University of Tours, FR Factors and mechanisms controlling
phenotypic specialisation in insect
societies
23Nov CRC1361Seminara Jaqueline Jacobs Netherlands Cancer Institute, Genome stability maintenance at
Amsterdam, NL broken DNA, telomeres and stalled
replication forks
06 Dec IMB Seminar a Stefan Mundlos Charité & Max Planck Institute ~ Gene regulation in restructured
for Molecular Genetics, Berlin,  genomes - Lessons from
DE development, disease and evolution
07Dec CRC1361Seminara  Claus Azzalin Instituto de Medicina The interplay between telomere
Molecular, Lisbon, PO transcription and shelterin at
human telomeres
13Dec RTG4R & CRC 1361 Andrés Aguilera CABIMER, Sevilla, ES Insights into chromatin remodelling
Seminar and RNA biogenesis in genome

integrity
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Research Initiatives

IMB is a driver of six major research initiatives in Mainz, which bring together scientists

from multiple centres across Germany.

CRC 1361 “REGULATION OF DNA REPAIR & GENOME STABILITY”
Spokesperson: Helle Ulrich (IMB)

The CRC 1361 launched in January 2019. During its first fun-
ding period, it was funded by the DFG with €12.4 million. In
2022, the CRC was evaluated by an external review board
and received excellent reviews. As a result, the DFG granted
the CRC another €13.1 million until December 2026.

This initiative consolidates 22 projects from investigators
across 6 institutions (IMB, Johannes Gutenberg University
Mainz and its University Medical Center, Darmstadt Technical
University, Ludwig Maximilian University Munich and Goethe
University Frankfurt) to understand the molecular mecha-
nisms that modulate genome maintenance activities.

Supported by two dedicated service projects and centralised
management, the network comprises experts in structural
biology, organic chemistry, biochemistry, molecular & cell
biology, genetic toxicology and clinical sciences. The CRC’s
Integrated Research Training Group ensures that participa-
ting students receive the best possible training and career
development.

In 2023, CRC 1361 researchers published 17 papers from pro-
jects funded by this initiative and organised 13 seminars. A
key event was the public lecture in German by Nina Ruge on
“Rejuvenation is possible: the latest findings in cell biology”,
co-organised with IMB, the Centre for Healthy Ageing (CHA)
and the CRC 1551. This was followed by a panel discussion
with Clemens Hoch (Minister for Science and Health of the
State of Rhineland-Palatinate), Peter Baumann (CRC 1361),
Dorothee Dormann (CRC 1551), and Nina Ruge. Other
events included the 6" German-French DNA Repair Meeting
(co-organised by CRC 1361 investigators and co-funded by
the consortium) and a joint Christmas Colloquium with the
CRC 1551, GenEvo and 4R RTG featuring Prof. Hanna Kokko,
recipient of the 2023 Alexander von Humboldt professorship.

www.sfb1361.de




SFBJ?&

The CRC 1551 launched in January 2023 and is funded by
the DFG with €12 million. The initiative brings together poly-
mer and life scientists to understand the dynamic interplay
between di erent biopolymers and how they govern cellu-
lar function. The CRC includes 33 Pls, as well as 5 associate
group leaders, from the fields of polymer physics, macromo-
lecular chemistry, bioinformatics, molecular and cell biology,
biochemistry, organismal biology and ageing research.

Members come from Johannes Gutenberg University’s
(JGU) Faculty of Biology, Physics and Chemistry, as well as
IMB, the University Medical Center Mainz, the Max Planck
Institute for Polymer Research, the Max Planck Institute for
Biophysics and the University of Stu gart. Together, they
work on 13 interdisciplinary projects on transcription, protein
aggregation and proteostasis and the formation of higher-
order complexes and organelles. The CRC 1551 also has

Geljffvo

GenEvo launched in June
2019 and is funded by the DFG
with €5.8 million over its first
four-and-a-half year funding
period. Thisinitiative was a col-
laboration between Johannes
Gutenberg University’s (JGU)
Faculty of Biology and IMB.
GenEvo is centred around the
core question of how complex
and multi-layered gene regula-
tory systems have both evolved and driven evolution. Mixing
both junior and senior researchers, GenEvo brings together
outstanding scientists in 14 projects, fusing expertise in
evolutionary and molecular biology. The Research Training
Group (RTG) focuses on training PhD students to work on
ambitious research projects at the interface of these two
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CRC 1551 “POLYMER CONCEPTS IN CELLULAR FUNCTION”
Spokesperson: Edward Lemke (IMB/JGU)

service projects on biopolymer visualisation and production/
analytics. Its Integrated Research Training Group (IRTG) pro-
vides interdisciplinary training at the interface of the polymer
and life sciences and career development for PhD students
and postdocs. In 2023, 22 PhD students and 5 postdocs, as
well as 11 associated PhD students and 12 associated post-
docs, were enrolled in the IRTG.

Highlights this year include the Gutenberg workshop on
“Multivalent interactions in Ageing”“ held at Kloster Wasem
in Ingelheim, and the CRC 1551 retreat at Kloster Hochst,
where CRC members presented their research and had many
lively discussions. The CRC was acknowledged in 11 papers
in 2023 in journals such as Nature, Nature Methods, Nature
Chemistry, Nature Synthesis and Molecular Cell.

crcl551.com

RTG GENEVO: “GENE REGULATION IN EVOLUTION”
Spokespersons: Susanne Foitzik (JGU) & René Ketting (IMB)

themes, while also receiving a broad, interdisciplinary edu-
cation. In 2023, two new Pls joined GenEvo: Hanna Kokko,
a Humboldt professor and evolutionary theoretician, and
Meret Huber, an Emmy Noether group leader and professor
of evolutionary ecology in plants.

In August, GenEvo was evaluated by a DFG review board
for a second round of funding, and in November, we were
rewarded the excellent news that the DFG had approved
GenEvo for a second funding period, with €7 million until
June 2028.

To date, there have been 26 papers published with GenEvo
PhD students as authors, including some in Science, Mole-

cular Cell and Nature Communications.

www.genevo-rtg.de
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SHARP was launched in 2021 as a joint PhD training pro-
gramme between IMB, Johannes Gutenberg University
Mainz (JGU) and the University Medical Center Mainz
(UMC). The goal of SHARP is to strengthen cooperation bet-
ween research groups at IMB and UMC in projects focusing
on ageing and longevity. This programme brings together 25
group leaders, including clinical/preclinical researchers from
the fields of stem cell biology, epidemiology, immunology,
cardiology, neurobiology and cancer biology together with
basic molecular biology researchers in the fields of epigene-
tics, proteomics, telomere biology, RNA biology, DNA repair
and autophagy.

Christof Niehrs (IMB)

R

In May 2023, the DFG awarded €8.3 million in funding for
the 4R Research Training Group (RTG) on “R-loop Regulation
in Robustness and Resilience”. The core focus of the 4R RTG
liesin its innovative training programme that delves into the
profound impact of R-loops on the orchestration of complex
cellular processes promoting robustness and resilience. The
biological processes that will be comprehensively explored
include DNA repair, telomere maintenance, gene regulation
and RNA processing. The 4R RTG brings together 14 re-
search groups drawn from IMB, Johannes Gutenberg Uni-

RcHance

Clinician Scientists are practising medical doctors who
balance the treatment of patients with the pursuit of inno-
vative research. CHANCE was established in 2023 as a joint
programme between IMB, Johannes Gutenberg University
Mainz and the University Medical Center Mainz (UMC).
CHANCE aims to strengthen translational ageing research
in the framework of the Centre for Healthy Ageing (CHA) by
fostering collaborations between the participating institu-
tions. Starting in January 2024, CHANCE will enable three
Clinician Scientists and two Advanced Clinician Scientists to
establish independent research programmes in ageing with

SCIENCE OF HEALTHY AGEING RESEARCH PROGRAMME (SHARP)
Steering Committee: Peter Baumann (IMB/JGU), Stephan Grabbe (UMC/IMB) &

By combining the complementary skills of basic and clinical/
translational researchers, SHARP gains new insights into the
underlying causes of ageing and discovers new ways to suc-
cessfully prevent them. SHARP is funded with €1.8 million
by Rhineland-Palatinate’s Ministry of Science, Education and
Culture until 2024. As of 2023, there are 11 PhD students in
SHARP and two papers have been published from projects in
this programme.

www.cha-mainz.de/SHARP

4R RTG: “R-LOOP REGULATION IN ROBUSTNESS & RESILIENCE”
Spokespersons: Brian Luke (IMB/JGU) & René Ketting (IMB)

versity Mainz (JGU) and the University Medical Center
Mainz. The 4R-associated research groups o er 24 PhD pro-
jects over 5 years and each project is funded for 48 months.
As of late 2023, 11 new PhD students have already joined the
4R RTG. In addition to fully funded PhD positions, our stu-
dents will have the opportunity to a end highly specialised
seminar series, tech talks and training courses to develop
both scientific and complementary skills.

4r-rtg.de

CHA PROGRAMME FOR CLINICIAN SCIENTISTS (CHANCE)
Spokespersons: Wolfram Ruf (UMC), Klaus Lieb (UMC) & Christof Niehrs (IMB)

a strong translational focus by o ering them research funds
and protected time dedicated to research.

CHANCE will further strengthen interactions between cli-
nicians and basic researchers within the CHA and promote
collaborative research on key topics of ageing research and
research in the context of age-related diseases. CHANCE is
funded by Rhineland-Palatinate’s Ministry of Science and
Health with €1.2 million from 2023 to 2026.

www.cha-mainz.de/CHANCE
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Research Environment

IMB is embedded in a strong and dynamic research environment. It is located on the

leafy campus of Johannes Gutenberg University, just west of the Mainz city centre.
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With 10 departments, more than 150 institutes and 32,000
students, Johannes Gutenberg University is one of the lar-
gest German universities. In biomedical research, the uni-
versity has built strong, interdisciplinary centres dedicated
to neuroscience, cardiovascular medicine, immunology and
oncology.

The University Medical Centre, which is located near the
main university campus, has a strong focus on clinical and
translational research and has researchers who also work
in close contact with IMB. In addition to the University, IMB
has two Max Planck Institutes (the Max Planck Institute
for Chemistry and the Max Planck Institute for Polymer
Research), the Leibniz Institute for Resilience Research
and Mainz’s University of Applied Sciences as immediate
neighbours.

Mainz is also surrounded by a number of towns and cities
with extensive research activities. For instance, Frankfurt is
only 35 km away and is home to Goethe University, which
has over 46,000 students and 10 research institutes within
the Biochemistry, Chemistry and Pharmacy Department
alone. Furthermore, there are several Max Planck Institutes in
Frankfurt (including the Max Planck Institute for Biophysics,
the Max Planck Institute for Brain Research and the Ernst
Strungmann Institute for Cognitive Brain Research).

IMB ANNUAL REPORT 2023 - FACTS & FIGURES 103

In addition to Frankfurt, nearby Darmstadt is home to both
a Technical University, whose Department of Biology has a
focus on synthetic biology and the biology of stress responses,
and a University of Applied Sciences that includes a focus on
biotechnology.

In addition, there is an extensive industry R&D presence,
with, for example, the headquarters of Boehringer Ingelheim,
BioNTech, Translational Oncology (TRON) and the Merck
Group in close vicinity.

WHERE WE ARE

IMB is located in Mainz, a charming, open-minded city that
dates back 2,000 years to Roman times and still has a histo-
ric centre with a magnificent medieval cathedral. It was also
here, in 1450, that Johannes Gutenberg invented modern
book printing. The city is located at the confluence of two
of the most important rivers in Germany, the Rhine and the
Main, and has spectacular esplanades. Mainz is within easy
reach of both cosmopolitan Frankfurt, with its famous opera
house, avant-garde museums and glass-and-steel banking
district, and the Rhine valley region with its castles, vineyards
and nature reserves that o er great outdoor activities. With
Frankfurt airport - one of the largest airports in Europe - only
25 minutes away, countless European and overseas destinati-
ons are within easy reach.
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Campus Map & Contact
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